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CODEC RATIO CODEC RATIO
LZIP 0.533 ZPAQ 0.460
LZMA 0.533 BCM 0.510
XZ 0.533 LZIP 0.533
GLZA 0.558 LZMA 0.533
LZHAM 0.568 FLZMA2 0.539
Ccsc 0.590 LZHAM 0.569
BROTLI 0.598 BROTLI 0.571
TORNADO 0.622 BZIP2 0.580
ZSTD 0.626 Ccsc 0.590
XPACK 0.637 BALZ 0.598
ZLING 0.665 XPACK 0.612
LIBDEFLATE 0.676 ZSTD 0.625
LZFSE 0.690 ZOPFLI 0.674
CRUSH 0.692 = LIBDEFLATE 0.676
ZLIB 0.695 8 LZFSE 0.690
UCL_NRV2D 0.725 =2 CRUSH 0.692
UCL_NRV2E 0.725 < ZLIB 0.695
UCL_NRV2B 0.734 o BRIEFLZ 0.727
LZ01X 0.755 DOBOZ 0.750
LZ01Z 0.757 LZSSES8 0.758
LZSSES8 0.758 BSCQLFC 0.763
LZO1Y 0.768 LZSSE2 0.768
LZSSE2 0.768 Lz4 0.777
LIZARD 0.770 LZSSE4 0.781
DENSITY 0.771 LZG 0.803
LZ02A 0.774 ° F CS SUBOTIN 0.819
LZO1B 0.775 FASTAC 0.819
LZ4HC 0.777 ZLIBH 0.823
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